Genome-wide analysis relating exoression
level with pratein subcellular localization
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Expression level (copies per cell)
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Intron sliding in conserved gene famlies

(@)

CDs Intron Intron CDSs
GAC AAG GAG G-/gtgagtcgag ..tceettgtag/GC ATT CCG CCG 1
GAC AAG GAG C@gtgcgtgcct ...catgctatag/-C ATT CCT CCC 2

(b)

CDs Intron
GGC CTG GAGﬂIgt——gagtaggc-ctgctggg ..... gcta--gaagcaaaacct-gct 1
AGC CAG GAG -/gtgtgagttggcgctcctggg.....gccactgaag-aaaacctgget 2

Intron CDSs
gtgctgggeccagtgacagecagg.....tggectetcccacccag/-AC CCC ATG CTG 1
gtgctggcecccaagga-agecagg.....tgge-tetcc-acccag/TAC CCC ATT GTG 2

(©

CDSs Intron
TTC TCG TCC A@gtaagatgatggatggcttcatgattatgatgacgtagtagttt... 1
ATC TCT ACC G-/gtaagatgatgaacggcttcatgattatg-----ctagtagttt... 2

Intron CDS
.. ttttttggatgcattaagttgatggg-ttttgetgttcttgcag/-G TTT GGT GCG 1
...ttettttgatgceatttagctgatgggattittctgttcttacag/GT CTT GGT GCT 2
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